Supplement. Additional summary data and statistical analysis Table S1 . Stable isotope data for all taxa in this study collected with seep mussels, clams, and vestimentiferans. The number outside of the parentheses is the average isotope value of all individuals. The first number in the parentheses is the number of samples, and the second number is the standard deviation. Where there was only one sample, the parentheses are omitted. All species are a priori nonsymbiotic except Oligobrachia sp., which is in the Family Siboglinidae and is known to have chemoautotrophic symbionts Desbruyères & Toulmond 1998 -47.6 (15, 10 .2) 0.9 (15, 3.1) 9.6 (5, 7.2) Heteromastides sp.
-37.9 (15, 7.5) 8.1 (15, 1.6) 2.5 (13, 2.9)
Lumbrinereis sp.
-52.5 (4, 11.4) 5.3 (4, 1.8) 3.8 (2, 7.3) Methanoaricia dendrobranchiata Blake, 2000 -54.9 (6, 5.2) 4.2 (6, 1.7) 5.5 (4, 4.5) Nautilliniellidae gen. sp.
-55.5 (22, 9.6) 0.4 (22, 1.9) 3.1 (16, 7.1) Nicomache sp.
-53.1 (10, 13.6) 1.8 (10, 0.8) 0.2 (7, 2.8) Notomastus sp.
-80.3 3.4 8.9 Phyllodocidae gen. sp.
-42.7 (11, 10.9) 7.7 (11, 1.0) 2.3 (6, 3.7) Prionospio sp.
-42.9 (7, 11.5) -0.6 (7, 2.4) -0. Table S3 . General linear models (GLMs) to determine the factors that affect isotope values of different subsets of the animals collected in this study. The response variables consist of all the individual isotope data for the animal group listed in the first column of the Table S4 . Paired t-tests for differences between mean isotope values of associates and foundation fauna. For this analysis, each pair consisted of the mean of all associates within a collection and the mean of all foundation fauna (vestimentiferans or mussels) within the same collection 
